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Examiner Monshipouri: 

Pursuant to our telephone conversation on Friday, April 23, 2004, please find 
enclosed the sequence alignment and percent identity comparisons that you 
requested. 

Please call me at 302-992-4929 if you have any questions. 
Respertf nlly s n^ ^^^^^^^ 
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Appendix A 



Alignment of the amino acid se<juences of: 1) SEQ ID NO: 4 of the instant 
application, 2) Accession No, T03023 (NCBI Database General identifier No. 
7446431) and 3) Accession No. T02033 (NCBI Database General Identifier No. 
7446432 * The alignment was performed using default parameters of the Clustal V 
algorithm of the MegAlign program in the DNAStar suite. The percent identity is 
shown in Appendix B, included herewith. The program uses dashes to maximize the 
alignment - 

10 20 30 40 50 $0 

+ + + + 

1 MGQCYGK--GASGRTADDEGGVVTEHQSPPPANGLPSTPPRQQAQAQAQQVGTPRRRGSK SEQ ID NO: 4 

1 MGQCYGKAGGASSRRADHD DAVAP PS FLPANGAPTPPQQPATPGRR - - K T03023 

1 MGQCYGKARGASSR-ADHAADPSGAGSVAP — PS PL PANG AP LP ATPRRH--K T02033 

70 ao 90 ioo no 120 

+ + + + + + 

59 SGSTTPGHQ TPGVA-WPSPYPSGGASPLPAGVSPSPARSTPRRFFKRPFPPPSPAK SEQ ID NO: 4 

48 SGSATPVHHQAATT AWPSPYPAGGASPLPAGVSPSPARSTPRRFFKRPFPPPSPAK T03023 

4$ SGSTTPVHHHQAATPGAAAWPSPYPAGGASPLPAGVSPSPARSTPRRFFKRPFPPPSPAK T02033 

HIKATLAKRIiGGGKPKEGTIPEEGGAGAGXGXG GAADSAEAERPLDKXFGPAK Maj ority 

+ + + + +■ + 

130 140 150 160 170 180 

+ + + + + + 

114 HIKATLAKRLGGGKPKEGTIPEEGGVGAGGGGG GAADGAETERPLDKTFGFSK SEQ ID NO: 4 

104 HIKATLAKRIjGGGKPKEGTI PEEGGAGV AADSAEAERPLDKTFGFAN TO 3 023 

109 HI KATLAKRLGGGKPKEGTI PEEGGAGAGAGAGAGAGAAVGAADSAEADRPLDKTFGFAK T02033 

190 200 210 220 230 240 

+ + - + + + 

167 NFGAKYELGKEVGRGKFGHTC S AWKKGE YKGQTVAVK 1 I AKAKMTTAI S I EDVRREVKI SEQ ID NO: 4 
151 NFGAKYDLGKEVGRGHFGHTC SALVKKGE YKGHAVAVKI I S KAKMTTAI S I EDVRREVKI T03023 
169 NFGAKYDLGKEVGRGHFGHTC SAVVKKGEHKGHTVAVKI I SKAKMTTAI S IEDVRREVKI T02033 

250 260 270 280 290 300 

+ + + + + 

227 LI^SGHNNLVKFYDACEDGLNVYIVMELCEGGEL SEQ ID NO: 4 

211 LKALSGHNNLVKlfTDACEDALNVYIVMEL TO 3 023 

229 LKALSGHDNLVRFYDACEDALNVYIVMELCEGGELJ^RIL^ T02033 

310 320 330 340 350 360 

+ + + + + + 

287 WAFCHLQGWHRDLKPENFLFTTRDENAPMKLIDFGLSDFIRPDERIiNDIVGSAYYVAP SEQ ID NO: 4 
271 WSFCHLQGVVHRDLKPENFLFATRDESAPMKLIDFGLSDFIRPDERL1TOIVGSVTYVAP T03023 
289 WAFCHLQGV\faRDLK£ENFLFTTRDE£APMKLIDFGLSDFIRPDE^ T02033 

370 380 390 400 410 420 

+ + + i — " — i y- 

347 EVLHRSYSMEADIWSIGVITYILLCGSRWWARTESGIFRSVI,RADPNFDDSPWPTVSAE SEQ ID NO: 4 
331 EVLHRSYSMEADIWSIGVITYILLCGSRPFWARTESGIFRSVLR^ T03023 
349 EVLHRSYSMEADIWSIGVITYILLCGSRPFWARTESGIFRSVLRADPNFDDSPWPSVSAE T02 03 3 
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430 440 450 460 470 480 
+ + + + + + 

407 AKDFVKRFLNKDYRKRMTAVQALTHPWLMSQRQlPLDILim SEQ ID NQi4 

3 91 AKDPVKRFLNKDYRKRMTAVQALTHPWLRDEQRQIPLDIL T03023 
409 ATOFVKRFLNKDYRKRMTAVQALTHPWL T02033 

490 500 510 520 530 540 

+ + + *i I — + 

467 ALSKALREDEIiLYIiKLQFKLLEPRDGrV^ SEQ ID NO: 4 

451 ALSKALREDELLYLRLQFKLLEPRDGLVSLDNFRTALTRYVTDAMRESRV^ T03023 
459 ALSKALSEDELLYLRLQFKLLEPKDGFVSIiDNFRTALTOYS T02 033 

550 560 570 580 590 $00 
+ + + + , + + 

527 AYRRMD FEEFCAAAI S PYQLEAl^RWEEfl AGTAFQQFEQEGITRVTS WELAQELNLAPTH SEQ ID NO: 4 
511 AYRKMDLEEFCAAAIS PYQLEALE S WEE I AGTAFQHFEQEGNRVIS VEElAQEIiNIiAPTH T03023 
529 AYRKMD FEEFCAAAI S PYQLEAIiERWEE IAGTAFQHFEQEGNRVISVEEIiAQELNLAPTH T02033 

610 620 630 
+ + + — — 

587 YSIVQDWIRKSDGKLNFLGFTKFLHGVTIRGSNTRRH SEQ ID NO: 4 

571 YS I VQDWIRKSDGKIiNFLGFTKFLHGVTIRGSNTRRH T03023 
5 89 YSIVQDWIRKSDGKLNFLGFTKFLHGVTIRGSNTRRH TO 2 03 3 



2 
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Appendix B 

Calculation of the percent sequence identities of i 1) SEQ ID NO: 4 of the instant 
application, 2) Accession No. *r03 023 {NCBI Database General identifier No. 
7445431) and 3) Accession No. T02033 (NCBI Database General Identifier No. 
7446432 - In the chart below the percent similarity is shown in the upper 
triangle and the percent divergence is shown in the lower triangle. 
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SEQ ID N0:4 
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